. Comparison of T6SS genes from H. hepaticus and Enteric Pathogens a (% identity / % similarity) Proteins were analyzed using BLAST.
The amount of 16S ribosomal RNA or DNA was quantified by qRT-PCR using H. hepaticusspecific 16S primers. Error bars represent SEM from 3 independent samples.
(B) WT-and ΔIcmF-mono-colonized animals show no obvious signs of intestinal pathology.
Colons from germ-free and WT-and ΔIcmF-mono-colonized Swiss Webster mice were fixed in Bouin's fixative, paraffin-embedded and sectioned. Colon sections were stained by H&E.
Animals were colonized for approximately 8 weeks. Scale bar represents 100μm.
(C) Germ-free and WT-and ΔIcmF-mono-colonized animals show comparable levels of inflammatory cytokine transcripts. RNA from the colons of germ-free and WT-and ΔIcmF-mono- MODE-K cells were treated with 100U/ml of IFNγ for 7 days or left untreated. Cells were removed from the plate with trypsin, stained for MHC class II antigens, and analyzed by flow cytometry.
